. Analysis of VQ12 expression levels in wild type (WT) and amiR-vq12 transgenic plants. Total RNA was extracted from thirty-day-old WT or amiR-vq12 after spraying with H 2 O (CK) or MeJA (100 μM) for 3 h. Error bars indicate SD from three independent RNA extracts; statistics by Student's t test; *p < 0.05; **p < 0.01.
Figure S7. qRT-PCR analysis of VQ12 (A) and VQ29 (B) expression in response to
PstDC3000 infection in wild type (WT) and various defense-related mutants. Total RNA was extracted from thirty-day-old WT or mutant plants at 0, 1 and 2 dpi. Error bars indicate SD from three independent RNA extracts. Table S1 . Primers used in this study. 
